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HERPES SIMPLEX VIRUS VACCINES

CROSS REFERENCE TO RELATED
APPLICATIONS

This application is a continuation application of co-pend-
ing U.S. patent application Ser. No. 13/517,232 filed Jun. 19,
2012, whichis a35 U.S.C. §371 National Phase Entry Appli-
cation of International Application No. PCT/US10/61320
filed Dec. 20, 2010, which designates the U.S., and which
claims benefit under 35 U.S.C. §119(e) of U.S. Provisional
No. 61/288,836 filed Dec. 21, 2009, the contents of each of
which are incorporated herein by reference in their entireties.

SEQUENCE LISTING

The instant application contains a Sequence Listing which
has been submitted in ASCII format via EFS-Web and is
hereby incorporated by reference in its entirety. Said ASCII
copy, created on Jun. 26, 2014, is named
SL._043214_080274_C.txt and is 2,197 bytes in size.

FIELD OF THE INVENTION

The present invention is primarily concerned with vaccines
that can be used to immunize patients against Herpes Simplex
Virus type 2 (HSV-2) infections associated with chronic geni-
tal ulcers. The vaccine utilizes a replication defective HSV-2
virus that has been engineered to express high levels of
HSV-2 glycoprotein D antigen (gD2). In preferred embodi-
ments, the HSV-2 virus also expresses one or more immuno-
modulating genes, such as I[.15 and/or HSV-1 or HSV-2
major antigens such as gB or gC.

BACKGROUND OF THE INVENTION

Herpes Simplex Viruses (HSV) and HSV Infections

Herpes simplex virus 2 (HSV-2) is the primary cause of
genital ulcer disease. It can cause both an acute, productive
infection and a long-term latent infection characterized by
unpredictable periodic recurrences (66). Apart from causing
lifelong, recurrent genital ulcers, HSV infections are a major
concern in AIDS patients. It has been documented that genital
HSV-2 infection triples the risk for sexually acquiring HIV
infection (20), and in Africa, this increase in risk may con-
tribute to 25-35% of incident HIV infections (1).

Although the severity and duration of most symptomatic
HSV primary infections can be reduced by oral or intravenous
treatment with acyclovir, valacyclovir, or famciclovir, antivi-
ral therapy neither prevents the establishment of latent infec-
tion from primary infection nor reduces subsequent recur-
rences (66). The continued spread of genital herpes in the
United States over the past two decades (19) and the increas-
ing incidence of HSV resistant to current antiviral medica-
tions suggest that there is a need for safe and efficacious
vaccines against HSV infections (31, 60). In addition, the
finding that HSV suppressive therapy leads to a significant
reduction in levels of HIV in the genital mucosa and plasma
of women infected with both HSV-2 and HIV (52) suggests
that an effective HSV vaccine may also have major implica-
tions in control of HIV infection (1, 31).

HSV-2 Glycoprotein D (gD2)

HSV glycoprotein D (gD) is one of the most predominant
viral antigens expressed on the surface of infected cells (21)
and as well as on the viral envelope (24). gD is essential for
the entry of the virus into cells and is a major target for
neutralizing antibodies against HSV infection (12, 49, 53).
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Moreover, gD is the predominant viral target for CD4+ T cells
including CD4+ T cell cytotoxicity and CD8+ T cells in
human and murine models of HSV infection (27, 28, 30, 34,
47, 65,75). For these reasons, gD has been a major focus for
HSV subunit vaccine development (32, 60).

In a phase 3 clinical trial, Stanberry, et al., showed that
vaccination with recombinant gD from HSV-2 (gD2), in com-
bination with adjuvant AS04, provided 73-74% efficacy in
protecting against the development of genital herpes disease
in HSV-seronegative women (62). No significant efficacy was
observed, however, in men and in subjects who were serop-
ositive for HSV-1. Although gD2-specific humoral and CD4+
T cell responses were detected in the immunized hosts, it is
not clear whether gD2/AS04 was effective in eliciting a CD8+
T cell response (31, 32). This study suggests that there is a
need for an HSV vaccine that elicits a broader humoral, as
well as CD4 and CD8 T-cell, response to both gD2 and other
HSV viral antigens (29, 31, 32).

Viral Vaccines

It is well documented that live viral vaccines capable of de
novo synthesis of immunogens in the host induce a broader
and more durable immune response than vaccines consisting
of only peptides or proteins. Various forms of replication-
defective HSV and neuroattenuated, replication-competent
mutants have been developed and tested as potential in vac-
cines against HSV infection (U.S. Pat. No. 7,223.411; (18)).

Because both replication-defective viruses and neuroat-
tenuated mutants can co-replicate with wild-type virus or
become replication-competent in the context of wild-type
virus, their use as a vaccine in humans poses a safety concern,
particularly in individuals who harbor latent HSV infection
(33). The observation that replication-defective HSV-1
mutants can reactivate the latent HSV-1 immediate-early pro-
moter in the rodent brain has raised additional safety concerns
about the possibility of such recombinants triggering out-
breaks of productive viral infections in latently infected indi-
viduals (63). Thus, a desirable replication-defective recom-
binant HSV vaccine should not only possess the ability to
express a broad spectrum of virus-encoded antigens but
should also encode a unique function that can prevent lytic
infection of wild-type HSV when encountered within the
same cells. Such a safety mechanism would minimize the
potential outbreak of the vaccine virus caused by the recom-
bination of the vaccine vector with wild type virus in the host.

SUMMARY OF THE INVENTION

In general, the present invention is based upon the use of
tetracycline gene-switch technology (T-REx, Invitrogen)
(73) and a dominant-negative mutant form of the HSV-1 UL9
polypeptide, e.g., UL9-C535C, to develop a safe and effective
recombinant viral vaccine against HSV-2 infection.

In its first aspect, the invention is directed to a replication-
defective, dominant-negative Herpes simplex virus 2 (HSV-
2) recombinant virus. The genome of the virus has, at least, a
first sequence encoding a first HSV-2 glycoprotein D (gD2)
operably linked to a first promoter and, preferably, a second
sequence encoding a second HSV-2 gD2 which is operably
linked to a second promoter. The promoter(s) are operably
linked to a first tetracycline operator (tet-O) sequence and a
second tet-O sequence respectively, each of which allows
transcription to proceed when free of tet repressor but which
blocks transcription when bound by repressor. The genome
also includes a third sequence which encodes, at least, a first
dominant negative mutant form of the HSV-1 or HSV-2 UL9
protein linked to a third promoter and, preferably, a fourth
sequence which encodes a second dominant negative form of
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the HSV-1 or HSV-2 ULJ9 protein linked to a fourth promoter.
Like the first and second promoters, the third and fourth
promoters are each operably linked to a tet-O sequence
which, if bound by tet repressor, blocks transcription. In
addition, the genome of the virus is characterized by the
absence of a sequence encoding a functional ICPO protein. In
order to enhance its antigenicity, the genome should prefer-
ably also express immunomodulating genes, such as I[.12 or
IL15 and/or HSV-1 or HSV-2 major antigens such as gB or
gC.

The term “operably linked” refers to genetic elements that
are joined together in a manner that enables them to carry out
their normal functions. For example, a gene is operably linked
to a promoter when its transcription is under the control of the
promoter and this transcription results in the production of the
product normally encoded by the gene. A tet operator
sequence is operably linked to a promoter when the operator
blocks transcription from the promoter in the presence of
bound tet repressor and but allows transcription in the
absence of the repressor. The term “recombinant™ refers to a
virus that has nucleic acid sequences that were, at some time,
formed by the recombination of nucleic acid sequences and
sequence elements and the introduction of these recombined
sequences into the virus or into an ancestor virus.

Preferably, the promoters used are those that have a TATA
element and the tet operator sequences linked to the promot-
ers have two op2 repressor binding sites joined together by
between two and twenty linking nucleotides. The positioning
of the operator sequence is important to achieve effective
control over the promoter. Specifically, the first nucleotide in
the operator sequence must be located between six and
twenty-four nucleotides 3' to the last nucleotide in the TATA
element. Structural sequences encoding, for example gD ora
dominant-negative mutant polypeptide of UL9, would lie 3'to
the operator. Among specifically preferred promoters are the
hCMV immediate early promoter and HSV-1 or HSV-2
immediate early promoters. Especially preferred is the
HSV-1 or HSV-2 ICP4 promoter.

In another aspect, the invention is directed to a vaccine that
can be used prophylactically or therapeutically against HSV
expression and which comprises one or more of the recom-
binant viruses described above in unit dose form. The term
“unit dose form” refers to a single drug administration entity
such as a tablet or capsule. Preferably the “unit dose form”
will be a solution in which drug is dissolved at a concentration
that provides a therapeutic or prophylactic effect when a
selected volume (unit dose) is administered to a patient by
injection and will be found within an injection vial. Based on
the effective dose used in mice (2x10° PFU), itis believed that
the minimal effective dose in human should be about 1x107
pfu. Thus, a unit dose should have at least this amount of
virus, with 1x107-1x10° pfu being typical. Vaccines may be
stored in a lyophilized form and reconstituted in a pharma-
ceutically acceptable carrier prior to administration. Alterna-
tively, preparations may be stored in the vehicle itself. The
volume of a single dose of the vaccine will vary but, in
general, should be between about 0.1 ml and 10 ml and, more
typically, between about 0.2 ml and 5 ml.

The invention also includes methods of immunizing
patients against HSV-1 or HSV-2 infection and the conditions
resulting from such infection (e.g., genital Herpes ulcers) by
administering to the patients the vaccines described above.
The vaccines may also be given to patients that have been
infected to prevent or reduce outbreaks of the virus. Any
method for administering a vaccine to a patient which does
not result in the destruction of virus is compatible with the
present invention. Generally, administration will be by
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parenteral means such as by intramuscular or intravenous
injection. The dosage and scheduling of administration of
vaccines can be determined using methods that are routine in
the art. The preparations may be administered in either single
or multiple injections.

BRIEF DESCRIPTION OF THE DRAWINGS

FIGS. 1A and 1B: FIG. 1A shows a schematic diagram of
plasmids used for the construction of dominant-negative and
replication-defective HSV-2 recombinants N2-C535C and
CJ2-gD2. Plasmid pHSV-2/ICPO is a plasmid containing the
HSV-2 ICPO sequences covering 268 bp upstream of the
HSV-2 ICPO open reading frame (grey box) to 40 bp down-
stream of the poly A signal of ICPO coding sequences.
pHSV2.ICPO-V was constructed by replacing the Xho [-ICPO
DNA fragment containing sequences with an Xho I-contain-
ing multiple cloning sequence (MCS). pHSV2.ICP0-lacZ
was created by inserting the LacZ gene (striped box) into the
MCS region of pHSV2.ICPO-V. p02lacZ-TOC535C was con-
structed by replacing the indicated lacZ-containing fragment
of pHSV2.ICPO0-lacZ with DNA sequences encoding UL9-
C535C (black box) under control of the tetO-containing
hCMYV major immediate-early promoter (line box, CMVTO).
p021acZTO-gD2.C535C was constructed by replacing the
indicated SnaB I/Pst I fragment of p02lacZTO-C535C with
DNA sequences encoding gD2 gene (gradient box) under
control of the tetO-containing HSV-1 immediate-early ICP4
promoter (open box, ICP4TO).

FIG. 1B shows a schematic diagram of genomes of wild-
type HSV-2, an HSV-2 ICPO null mutant (N2-lacZ),
N2-C535C and CJ2-gD2. UL and US represent the unique
long and unique short regions of the HSV-2 genome, respec-
tively, which are flanked by their corresponding inverted
repeat regions (open boxes). The replacement of both copies
of'the ICPO coding sequences with the lacZ gene in N2-lacZ
and with DNA sequences (1) encoding UL9-C535C under
control of the tetO-bearing hCMV major immediate-early
promoter in N2-C535C, and (2) encoding both UL9-C535C
and gD2 under the indicated tetO-bearing promoters in an
opposite orientation are shown below the expanded ICPO
coding sequences of the HSV-2 genome.

FIGS. 2A and 2B: These figures show high-level expres-
sion of gD2 and UL9-C535C following CJ2-gD?2 infection of
Vero cells. In FIG. 2A, Vero cells in duplicate were either
mock-infected or infected with wild-type HSV-2, N2-lacZ,
N2-C535C, or CJ2-gD2 at an MOI of 10 PFU/cell. Infected
cell extracts were prepared at 9 h post-infection. In FIG. 2B,
Vero cells were infected with wild type HSV-1 strain KOS,
CJ9-gD, wild-type HSV-2, or CJ2-gD2 at an MOI of 10
PFU/cell. Infected cell extracts were prepared at 9 h post-
infection. Proteins in infected cell extracts were resolved on
SDS-PAGE, followed by immunoblotting with polyclonal
antibodies against HSV-1 gD (R45), UL9, or monoclonal
antibodies specific for ICP27 and gB (Santa Cruz).

FIG. 3: FIG. 3 shows the regulation of gD2 and UL9-
C535C expression by tetR in CJ2-gD2-infected VCEP4R-28
cells. VCEP4R-28 cells were seeded at 5x105 cells per
60-mm dish. At 40 h after seeding, cells in duplicate were
either mock-infected or infected with wild-type HSV-2 or
CJ2-gD2 at an MOI of 10 PFU/cell in either the presence or
the absence of tetracycline. Infected cell extracts were pre-
pared at 9 h post-infection followed by immunoblotting with
polyclonal antibodies against HSV gD and UL9, and a mono-
clonal antibody specific for ICP27.

FIGS. 4A and 4B: These figures show the trans-dominant-
negative effect of CJ2-gD2 on replication of wild-type HSV-
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2.InFIG. 4A, Vero cells in triplicate were infected with either
wild-type HSV-2 strain 186 at an MOI of 2 PFU/cell, 186 at
an MOI of 2 PFU/cell and CJ2-gD2 at an MOI of 5 PFU/cell,
or 186 at an MOI of 2 PFU/cell and N2-lacZ at an MOI of 5
PFU/cell. In FIG. 4B, Vero cells were either singly infected
with wild-type HSV-2 at an MOI of 5 PFU/cell, co-infected
with 186 and CJ2-gD2 at an MOI of 5 PFU/cell for both
viruses, or singly infected with 186 atan MOI of 15 PFU/cell,
and co-infected with 186 at an MOI of 15 PFU/cell and
CJ2-gD2 at an MOI of 5 PFU/cell. Infected cells were har-
vested at 18 h post-infection and viral titers were determined
on Vero cell monolayers. Viral titers are expressed as the
mean+/—SD. Numbers on the top of the graph indicate the
fold reduction in wild-type virus yield between single infec-
tion and co-infection.

FIGS. 5A and 5B: These figures show the neurovirulence
of wild-type HSV-2, strain 186, N2-lacZ, N2-C535C, and
CJ2-gD2 in BALB/c mice following intracerebral inocula-
tion. Female BALB/c mice 4 to 6-weceks-old were randomly
assigned to five groups of 8 mice each. Mice were anesthe-
tized with sodium pentobarbital and inoculated with either
DMEM, 25 PFU/mouse of wild-type HSV-2 strain 186,
1x10° PFU/mouse of N2-lacZ, 2.5x10° PFU/mouse of CJ2-
gD2 or N2-C535C through intracerebral injection into the left
frontal lobe of the brain in a volume of 20 pl at a depth of 4
mm. Mice were examined for signs and symptoms of illness
for 35 days after inoculation. FIG. 5A shows disease score at
various days after injection and FIG. 5B shows the percentage
of mice surviving.

FIGS. 6A and 6B: FIGS. 6 A and 6B are concerned with the
induction of gD2-specific antibodies and HSV-2-neutralizing
responses. Female 4- to 6-week-old BALB/c mice were either
sham-immunized with DMEM (n=7, 6, 8, 8) or immunized
with CI2-gD2 (n=7, 6, 8, 8), N2-C535C (n=7, 8, 6), or CJ9-
gD (n=6, 8, 6) at a dose of 2x10° PFU/mouse, and boosted 2
weeks later. Blood was obtained from the tail veins of mice
4-5 weeks after primary immunization. In FIG. 6A, serum
from an individual group of mice was pooled and heat-inac-
tivated. HSV-2-specific neutralizing antibody titers were
determined. The results represent average titers+SEM. In
FIG. 6B, sera from sham-immunized, CJ2-gD2-,
N2-C535C-, or CJ9-gD-immunized mice were incubated
with cell extract prepared from U20S cells transfected with
gD2-expressing plasmid p02.4TO-gD2. gD/mouse IgG-spe-
cific complexes were precipitated with Protein A, resolved on
SDS-PAGE, and probed with a gD-specific polyclonal anti-
body, R45.

FIG. 7A-7D: These figures are concerned with the induc-
tion of HSV-2-specific CD4* and CD8* T-cell responses in
CJ2-gD2-immunized mice. Female BAL.B/c mice were either
sham-immunized or immunized with CJ2-gD2 at 2x10° PFU
per mouse twice at 2-week interval. In FIGS. 7A and 7B,
sham-immunized and immunized mice were either mock-
infected or infected with wild-type HSV-2 s.c. at a dose of
1x10* PFU/mouse at 9-10 weeks post boost immunization
(n=3). The CD4* and CD8* T cell responses were analyzed
on day 5 post-challenge by IFN-y ELISPOT assays with
individually purified CD4* and CD8* T cells isolated from
the mouse spleen using Dynal mouse CD4- and CD8-nega-
tive kits. In FIGS. 7C and 7D, sham-immunized and CJ2-gD2
immunized mice were mock-infected or infected with wild-
type HSV-2 at 5-6 weeks post boost immunization followed
by IFN-y ELISPOT assays on day 4 post-infection (n=3). The
number of IFN-y spot-forming cells (SFC) was expressed as
the mean+SEM per million CD4* or CD8" T cells.

FIG. 8: FIG. 8 shows the reduction of challenge HSV-2
vaginal replication in mice immunized with CJ2-gD2.
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Female 4- to 6-week-old BALB/c mice were randomly
assigned to 4 groups of 10 mice each. Mice were either
mock-immunized with DMEM or immunized with CJ2-gD2,
N2-C535C, or CI9-gD at a dose of 2x10° PFU/mouse. Mice
were boosted after 2 weeks. At 5 weeks, mice were pretreated
with medroxyprogesterone and challenged intravaginally
with 5x10° PFU of HSV-2 strain G. Vaginal swabs were taken
ondays 1, 2, 3, 5, and 7 post-challenge. Infectious viruses in
swab materials were assessed by standard plaque assay on
Vero cell monolayers. Viral titers are expressed as the
mean+SEM in individual vaginal swabs.

FIGS. 9A and 9B: These figures show the prevention of
HSV-2 disease in mice immunized with CJ2-gD2. After chal-
lenge with wild-type HSV-2, individual mice described in the
legend of FIG. 8 were observed during a 21-day follow-up
period for the incidence of genital and disseminated HSV-2
disease (FIG. 9A) and survival (FIG. 9B) using the following
scale: 0=no sign, l=slight genital erythema and edema,
2=moderate genital inflammation, 3=purulent genital lesions
and/or systemic illness, 4=hind-limb paralysis, S=death.

FIG. 10: FIG. 10 shows the HSV-1 UL9-C535C coding
sequence (SEQ ID NO:2). UL9-C535C consists of UL9
amino acids 1-10, a Thr-Met-Gly tripeptide, and amino acids
535 to 851 of UL9 (see Yao, et al. (69)).

DETAILED DESCRIPTION OF THE INVENTION

The present invention is based upon the concept of using
tetracycline gene-switch technology and a dominant-negative
mutant polypeptide of HSV-1 UL9 to develop an HSV recom-
binant virus which is replication defective and capable of
inhibiting wild-type HSV infections (dominant-negative).
CJ9-gD is a prototype dominant-negative, replication defec-
tive HSV-1 recombinant virus and expresses high-levels of
HSV-1 major antigen glycoprotein D (gD) independent of
HSV viral DNA replication (7). In its most preferred form, the
present invention uses a dominant-negative and replication-
defective HSV-2 recombinant (CJ2-gD2) that encodes 2 cop-
ies of the HSV-2 gD (gD2) gene, driven by the tetO-bearing
HSV-1 major immediate-early ICP4 promoter. CJ2-gD2
expresses gD2 as efficiently as wild-type HSV-2 and can exert
a powerful trans-inhibitory effect on the replication of wild
type HSV-2 in co-infected cells. Inmunization with CJ2-gD2
elicits effective HSV-2-specific neutralizing antibody as well
as T-cell responses, and offers a complete protection against
intravaginal infection by wild-type HSV-2 in mice.

CJ2-gD2 is a more effective vaccine than CJ9-gD in pro-
tection against wild-type HSV-2 genital infection and dis-
ease. Furthermore, intracerebral injection of a high dose of
CJ2-gD2 causes no mortality or morbidity in mice. Collec-
tively, these observations suggest that CJ2-gD2 has advan-
tages over traditional replication-defective virus vaccines and
HSV-2 subunit vaccines in protecting against HSV-2 genital
infection and disease in humans.

The Tet Operator/Repressor Switch and Recombinant
DNA

The present invention is directed to, inter alia, viruses
having genes whose expression is regulated by the tetracy-
cline operator and repressor protein. Methods that can be
employed to make recombinant DNA molecules containing
these elements and DNA sequences have been previously
described (see U.S. Pat. No. 6,444,871; U.S. Pat. No. 6,251,
640; and U.S. Pat. No. 5,972,650) and plasmids which con-
tain the tetracycline-inducible transcription switch are com-
mercially available (T-REx™, Invitrogen, CA).

An essential feature of the DNA of the present invention is
the presence of genes that are operably linked to a promoter,
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preferably having a TATA element. A tet operator sequence is
located between 6 and 24 nucleotides 3' to the last nucleotide
in the TATA element of the promoter and 5' to the gene. Virus
may be grown in cells that express the tet repressor in order to
block gene transcription and allow viral replication. The
strength with which the tet repressor binds to the operator
sequence is enhanced by using a form of operator which
contains two op2 repressor binding sites (each such site hav-
ing the nucleotide sequence: TCCCTATCAGTGATAGAGA
(SEQ ID NO:1)) linked by a sequence of 2-20, preferably 1-3
or 10-13, nucleotides. When repressor is bound to this opera-
tor, very little or no transcription of the associated gene will
occur. If DNA with these characteristics is present in a cell
that also expresses the tetracycline repressor, transcription of
the gene that can prevent viral infection will be blocked by the
repressor binding to the operator and replication of the virus
will occur.

Selection of Promoters and Genes

During productive infection, HSV gene expression falls
into three major classes based on the temporal order of
expression: immediate-early (o), early (), and late (y), with
late genes being further divided into two groups, y1 and y2.
The expression of immediate-early genes does not require de
novo viral protein synthesis and is activated by the virion-
associated protein VP16 together with cellular transcription
factors when the viral DNA enters the nucleus. The protein
products of the immediate-early genes are designated
infected cell polypeptides ICPO, ICP4, ICP22, ICP27, and
ICP47 and it is the promoters of these genes that are prefer-
ably used in directing the expression of the recombinant
genes discussed herein.

ICPO plays a major role in enhancing the reactivation of
HSV from latency and confers a significant growth advantage
on the virus at low multiplicities of infection. ICP4 is the
major transcriptional regulatory protein of HSV-1, which
activates the expression of viral early and late genes. ICP27 is
essential for productive viral infection and is required for
efficient viral DNA replication and the optimal expression of
viral y genes and a subset of viral § genes. The function of
1CP47 during HSV infection appears to be to down-regulate
the expression of the major histocompatibility complex
(MHC) class I on the surface of infected cells.

The full length sequence of the HSV-1 genome sequence of
the coding region of the HSV-1 UL9-C535C is shown in FIG.
10 (SEQ ID NO:2). The other sequences described for use in
recombinant viruses are all well known in the art. For
example the full length genomic sequence for HSV-1 may be
found as GenBank sequence X14112. The HSV-1 ICP4
sequence may be found as GenBank number X06461; HSV-1
glycoprotein D may be found as GenBank sequence J02217;
HSV-2 glycoprotein D may be found as GenBank number
K01408; and the HSV-1 UL 9 gene as GenBank sequence
M19120 (all of which are incorporated by reference herein in
their entirety).

Inclusion of Tet Repressor and Making of Virus

Sequences for the HSV ICPO and ICP4 promoters and for
the genes whose regulation they endogenously control are
well known in the art (43, 44, 56) and procedures for making
viral vectors containing these elements have been previously
described (see US published application 2005-0266564).
These promoters are not only very active in promoting gene
expression, they are also specifically induced by VP16, a
transactivator released when HSV-1 or HSV-2 infects a cell.

Once appropriate DNA constructs have been produced,
they may be incorporated into HSV-2 virus using methods
that are well known in the art (see generally Yao et al. (68)).

Immunization Methods
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The viruses described herein will be used to immunize
individuals and/or patients, typically by injection as a vac-
cine. The vaccine may be used both prophylactically to pre-
vent HSV-1 or HSV-2 infection or therapeutically to reduce
the severity of an HSV-1 or HSV-2 infection that has already
occurred. In order make a vaccine, the viruses can be sus-
pended in any pharmaceutically acceptable solution includ-
ing sterile isotonic saline, water, phosphate buffered saline,
1,2-propylene glycol, polyglycols mixed with water, Ring-
er’s solution, etc. The exact number of viruses to be admin-
istered is not crucial to the invention but should be an “effec-
tive amount,” ie., an amount sufficient to elicit an
immunological response strong enough to inhibit HSV infec-
tion. In general, it is expected that the number of viruses
(PFU) initially administered will be between 1x10” and
1x10'°.

The effectiveness of a dosage, as well as the effectiveness
of'the overall treatment can be assessed using standard immu-
nological methods to test for the presence of antibodies effec-
tive at attacking HSV. Immunological injections can be
repeated as many times as desired.

EXAMPLES

The current example describes the creation of an HSV-2
recombinant virus and tests to determine its immunological
effects.

1. Materials and Methods

Cells

African Green Monkey Kidney (Vero) cells and the
osteosarcoma line U20S cells were grown and maintained in
Dulbecco’s Modified Eagle’s Medium (DMEM; Sigma Ald-
rich) supplemented with 10% fetal bovine serum (FBS) in the
presence of 100 U/ml penicillin G and 100 pg/ml streptomy-
cin sulfate (GIBCO, Carlsbad, Calif.) (71). U20S cells are
able to complement functionally for the HSV-1 ICPO deletion
(71). U2CEP4R11 cells are tetR-expressing U208 cells that
were maintained in DMEM plus 10% FBS and hygromycin B
at 50 ug/ml (73). VCEP4R-28 cells are tetR-expressing Vero
cells that were maintained in DMEM plus 10% FBS and
hygromycin B at 50 pg/ml (73).

Plasmids

Plasmid pHSV2/ICPO is a pUC19 derived plasmid that
encodes the PCR amplified HSV-2 ICP0 sequences covering
268 bp upstream of the HSV-2 ICPO open reading frame
(ORF) to 40 bp downstream of the poly A signal of ICPO
coding sequences. pHSV2.ICPO0-V is an HSV-2 ICPO cloning
plasmid, derived from plasmid pHSV-2/ICPO, by replacing
the Xho I-ICPO DNA fragment containing sequences 25 bp
upstream of the initiation codon of ICPO to 397 bp upstream
of the stop codon of ICPO ORF with a Xho I-containing
multiple cloning sequence (MCS). Plasmid pHSV2.ICPO-
lacZ was created by inserting HindIII-Not I-LacZ gene-con-
taining fragment of pcDNA3-lacZ into pHSV2.ICP0-V atthe
Hind III-Not I sites. pcmvtetO-UL9CS535C is a plasmid
encoding UL9-C535C under control of the tetO-containing
hCMYV immediate-early promoter (68). p02lacZ-TOCS535C,
expressing UL9-C535C driven by the tetO-containinghCMV
major immediate-early promoter (FIG. 1A), was constructed
by replacing the EcoR I/Age I-lacZ containing fragment of
pHSV2.ICPO-lacZ with the EcoR I/Hind III-hcmvtetO-
UL9CS535C containing fragment of pcmvtetOUL9-C535C
(69).

pAzgD-HSV-2 is an HSV-2 gD2-encoding plasmid kindly
provided by Dr. Patricia Spear (Northwestern University).
pICP4TO-hEGF expresses human epidermal growth factor
under control of the tetO-bearing HSV-1 immediate-early
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ICP4 promoter, which consists of HSV-1 ICP4 promoter
sequence from =377 bp to =19 bp relative to the transcrip-
tional start site of ICP4 gene. Similar to the tetO-bearing
hCMV major immediate-early promoter in plasmid pcm-
vtetO-hEGF (73), the tetO-containing ICP4 promoter con-
tains two tandem copies of tet operators at 10 bp downstream
of'the ICP4 TATA element, TATATGA. Thus, like pcmvtetO-
hEGF, hEGF-expression from pICP4TO-hEGF can be tightly
regulated by tetracycline in the presence of tetR, and insertion
of' the tetO has no eftect on the ICP4 promoter activity in the
absence of tetR. An additional unique feature associated with
the tetO-bearing ICP4 promoter in pICP4TO-hEGF is the
absence of the ICP4 DNA binding sequence ATCGTCCA-
CACGGAG (SEQ ID NO:3), which spans the transcription
initiation site of ICP4 gene (51) in the wild-type ICP4 pro-
moter. Thus, unlike the wild-type ICP4 promoter that is sub-
ject to auto-regulation by ICP4 (16, 57), the tetO-bearing
1CP4 promoter in pICP4TO-hEGF will not be suppressed by
the HSV-1 major-regulatory protein ICP4.

To clone gD2 under the control of the tetO-containing ICP4
promoter, we first constructed plasmid p02ICP4-TO by clon-
ing the Sma [-Bam HI tetO-containing ICP4 promoter in
pICP4TO-hEGF into pHSV2.ICP0-V into the MCS of the
vector. p02.4TO-gD2 is a p02ICP4-TO derived plasmid that
encodes gD2 gene of pAzgD-HSV-2 under control of the
tetO-bearing ICP4 promoter.

p021acZTO-gD2.C535C, a plasmid encoding UL.9-C535C
under the control of the tetO-bearing hCMV immediate-early
promoter with a 5' truncation at —236 bp of the hCMV pro-
moter and the gD2 gene under control of the tetO-ICP4 pro-
moter (FIG. 1A), was created by replacing the SnaB I/Pst |
fragment of p02lacZTO-C535C with a Hind I1I/Pst I-gD2-
containing fragment of p02.4TO-gD2. In p02lacZTO-
gD2.C535C, the transcription of UL9-C535C gene and gD2
gene are in an opposite orientation.

Viruses

Wild-type HSV-2, strains 186 and G, were propagated and
plaque-assayed on Vero cells. N2-lacZ is a HSV-2 ICPO null
mutant encoding the Lac Z gene under the control of HSV-2
ICPO promoter, in which both copies of the ICPO gene are
replaced by the Lac Z gene in pHSV2.ICPO-lacZ through
homologous recombination by transfecting U20S cells with
Nhe I-linearized pHSV2.ICPO-lacZ followed by HSV-2
superinfection as previously described (74). The replacement
of the ICPO gene with the Lac Z gene at the ICPO locus was
confirmed by PCR analysis of N2-lacZ viral DNA with the
primers that flank the ICPO gene and primers specific for the
lac Z gene (41, 74).

N2-C535C is a derivative of N2-lacZ, in which both copies
of'the Lac Z gene are replaced with DNA sequences encoding
UL9-C535C under control of the tetO-containing hCMV pro-
moter in plasmid p02lacZ-TOCS535C (FIG. 1B). In brief,
U2CEP4R11 cells were co-transfected with the linearized
p02lacZ-TOCS35C and infectious N2-lacZ viral DNA by
Lipofectamine 2000. Progeny of the transfection were
screened for the recombinational replacement of the lacZ
genes of N2-lacZ with the DNA sequence containing the
cmvtetOUL9-C535C by standard plaque assays. Plaques
were stained with 5-bromo-4-chloro-3-indolyl-b-D-galacto-
pyranoside (X-Gal) 96 hr postinfection. White plaques,
reflecting the replacement of both copies of the lacZ gene by
the UL 9-C535C DNA-encoding sequence, were isolated.
One of the isolates, designated N2-C535C, yielded uniformly
white plaques after four rounds of plaque purification.

CJ2-gD2 is constructed by replacing both copies of the Lac
Z gene at the ICPO locus in N2-lacZ with DNA sequences
encoding UL9-C535C under the tetO-bearing hCMV major
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immediate-early promoter and gD2 under the control of the
tetO-containing HSV-1 ICP4 promoter (FIG. 1B), which con-
sists of HSV-1 ICP4 promoter sequence from —377 bp to -19
bp relative to the transcriptional start site of ICP4 gene (71).

SDS-PAGE and Western Blot Analysis

Vero cells seeded in 60 mm dishes at 7.5x105 cells/dish
were mock-infected or infected with indicated viruses at an
MOI of 10 PFU/cell. Cell extracts were prepared at 9 h or 16
h post-infection (72). Proteins in the cell extract were
resolved by sodium dodecyl sulfate-polyacrylamide gel elec-
trophoresis (SDS-PAGE) (9% acrylamide), transferred to
polyvinylidene difluoride (PVDF) membranes, and probed
with either polyclonal antibodies against HSV-1 gD (R45, a
gift of Drs. Gary H. Cohen and Roselyn J Eisenberg), UL9 (a
gift of Mark Challberg), or monoclonal antibodies specific for
ICP27 and gB (Santa Cruz Biotechnology, Santa Cruz,
Calif.).

Mice

Female BALB/c mice 4-6 weeks of age were purchased
from Charles River Laboratories (Wilmington, Mass.). Mice
were housed in metal cages at four mice per cage and main-
tained on a 12 h-light/dark cycle. Mice were allowed to accli-
matize to the housing conditions for 1 week prior to experi-
mentation. All animal experiments were conducted according
to the protocols approved by Harvard Medical Area Standing
Committee on Animals and the American Veterinary Medical
Association.

Immunization and Challenges

BALB/c mice were randomly divided into several groups
and the hair on their left rear flank was trimmed. Mice were
either vaccinated with 2x106 PFU/mouse of Cl2-gD2,
N2-C535C, CI9-gD, or mock-vaccinated with DMEM in a
volume of 30 pl s.c. in the left rear flank using a 1-ml syringe
fitted with a 27-gauge needle. Mice were boosted after 2
weeks and challenged with wild-type HSV-2 strain G 3 weeks
after secondary immunization. Five days prior to challenge,
mice were injected s.c. in the neck ruff with medroxyproges-
terone (SICOR Pharmaceuticals, Inc., Irvine, Calif.) at 3 mg
per mouse in a volume of 20 pl (7, 50). For intravaginal
challenge, mice in all groups were anesthetized, preswabbed
with a calcium alginate swab (Sterile urethro-genital calcium
alginate tipped applicator, Puritan Medical Products com-
pany LLC, Guilford, Me. USA) and inoculated intravaginally
with 20 pl of culture medium containing 5x105 PFU (50
LD50) of HSV-2 strain G (50). Animals were kept on their
backs with their rear part elevated under the influence of
anesthesia for 30-45 min post-infection.

Acute Infection Assays and Clinical Observations

On days 1, 2, 3, 5, and 7 post-challenge, vaginal mucosae
were swabbed with calcium alginate (7). Infectious viruses in
swab materials were assessed by standard plaque assay on
Vero cell monolayers. Following challenge with wild-type
HSV-2, mice were assessed daily during a 21-day follow-up
period for signs of genital lesions and systemic illness. The
severity of disease were scored as follows: O=no sign of
herpetic infection, 1=slight genital erythema and edema,
2=moderate genital inflammation, 3=purulent genital lesions
and/or systemic illness, 4=hind-limb paralysis, and 5=death
(8, 50).

Detection of HSV-2-Specific Neutralizing Antibodies

Blood was collected from tail veins of immunized and
mock-immunized mice 4 weeks after primary immunization.
Neutralizing serum antibody titers were determined as previ-
ously described in the presence of complement (5-7) with 250
PFU of wild-type HSV-2 strain 186. The neutralizing anti-
body titer was expressed as the final serum dilution required
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to achieve a 50% reduction in HSV PFU relative to the HSV
PFU obtained in medium plus complement alone.

Immunoprecipitation

U20S cells seeded at 7.5x106 cells per 100-mm dish were
mock-transfected or transfected with 10 pg of p02.4TO-gD
by lipofectamine 2000 at 24 h post-seeding. Cell extracts
were prepared at 48 h post-transfection (72). Immunoprecipi-
tations were performed by mixing 10 ul of pooled serum
collected from mock-immunized and immunized mice with
70 ul of cell extracts prepared above. The gD/mouse IgG-
specific complexes were precipitated with Protein A (Pierce
Classic IP kit, Pierce Biotechnology, Rockford, I11.), resolved
on SDS-PAGE and probed with the rabbit anti-gD-specific
polyclonal antibody, R45, following by reacting with HRP-
conjugated goat-anti-rabbit IgG (Santa Cruz Biotechnology,
Santa Cruz, Calif.).

IFN-y ELISPOT Assays

Female BALB/c mice were sham-immunized with DMEM
or immunized with CJ2-gD2 at a dose of 2x105 PFU/mouse
twice at 2-weeks apart. At 5 to 10 weeks post second immu-
nization, sham-immunized and CJ2-gD2-immunized mice
were mock-challenged or challenged with wild-type HSV-2
strain 186 s.c. at a dose of 1x10* PFU/mouse. Splenocytes
were isolated from individual groups of mice (n=3) on days 4
or 5 post-challenge. The CD4* and CD8"* T cell ELISPOT
assay was carried out as previously described (42). In brief,
CD4* and CD8* T cells were isolated from splenocytes using
Dynal mouse CD4- or CD8-negative isolation kits and seeded
in quadruplicate in a 96-well filtration plate pre-coated with
anti-mouse IFN-y specific monoclonal antibody (AN18) at
7.5x10% or 1.5x10° cells/well. After incubation at 37° C. for
20 h, wells were washed, reacted with biotinylated IFN-y
specific monoclonal antibody (R4-6A2, Mabtech) at room
temperature, and incubated with Streptavidin-Alkaline Phos-
phatase (Mabtech). The IFN-y spot-forming cells were
detected by addition of BCIP/NBT substrate. Spots were
counted in a dissecting microscope and the number of IFN-y
spot-forming cells (SFC) was expressed as the mean+SEM
per million CD4" or CD8* T cells.

Quantitative Real-Time PCR

The lower lumbar and sacral part of the spinal column
including spinal cord and dorsal root ganglia were collected
16 days after boost immunization or 21 days after intravaginal
challenge with 5x105 PFU of HSV-2 strain G from 9 or 10
mice that had been either immunized with CJ2-gD2 or CJ9-
gD. The spinal column was cut into 4 pieces and each piece
was kept separately in 0.5 ml of normal growth medium and
stored at -80° C. for further processing. Total DNA was
isolated from each dorsal root ganglion using the DNeasy
tissue kit (Qiagen, Santa Clarita, Calif.), and suspended in
400 wl AE butfer. The presence of HSV-2 DNA was quantified
by real-time PCR (Applied Biosystems 7300 Real-Time PCR
System) with 100 ng of ganglia DNA and primers specific to
the HSV DNA polymerase (Forward: 5' GCT CGA GTG
CGA AAA AAC GTT C (SEQ ID NO:4), Reverse: 5' CGG
GGC GCT CGG CTA AC (SEQ ID NO:5)) as previously
described (8). The minimal copies of HSV-2 viral DNA that
can be reliably detected were 1 copy per reaction.

Statistical Analysis

For statistical analysis un-paired Student’s t-tests were
performed. Results are considered to be statistically signifi-
cant when the P value is less than 0.05.
II. Results

Construction of CJ2-gD2

As the first step in generating a gD2- and UL9-C535C-
expressing dominant-negative and replication-defective
HSV-2 recombinant virus, we constructed an HSV-2 ICPO
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deletion mutant, N2-lacZ, in which both copies of ICPO gene
in HSV-2 strain 186 are replaced by the LacZ gene under the
control of the HSV-2 ICPO promoter (FIG. 1B). We show that,
similar to the HSV-1 ICPO null mutant 7314 (11), the plaque-
forming efficiency of N2-lacZ on human osteosarcoma line
U20S cells is 425-fold higher than in Vero cells, indicating
that the cellular activity in U20S cells can also functionally
substitute for HSV-2 ICPO. Compared with wild-type HSV-2,
replication efficiency of N2-lacZ in Vero cells is reduced over
600-fold at an MOI of 0.1 PFU/cell. Consistent with this
finding, intravaginal inoculation of N2-lacZ at 1x105 and
5%105 PFU/mouse led to no local or systemic illness, while
mice infected with 1x104 PFU/mouse of wild-type HSV-2
developed severe genital herpes, and all died by day 11 post-
infection. Moreover, N2-lacZ fails to establish reactivatable
latent infection following intravaginal infection at a dose of
5x105 PFU/mouse. These results indicate that, similar to
HSV-11ICPO (10, 11,37, 64), deletion of HSV-2 ICPO signifi-
cantly impairs the ability of the virus to initiate acute and
reactivatable latent infection in vivo.

Aiming to maximize levels of gD2 expression by a domi-
nant-negative and replication-defective HSV-2 viral recom-
binant, we constructed a dominant-negative and replication-
defective HSV-2 recombinant (CJ2-gD2) by replacing both
copies of the Lac Z gene in N2-lacZ with DNA sequences
encoding the gD2 gene driven by the tetO-bearing HSV-1
major immediate-early ICP4 promoter and UL9-C535C
under control of the tetO-containing hCMV major immedi-
ate-early promoter with a truncation at the —236 bp of the
full-length of hCMV immediate-early promoter (FIG. 1B).
Thus, unlike CJ9-gD, which encodes a single copy of the
inserted HSV-1 gD gene driven by the tetO-containinghCMV
promoter at the HSV-1 UL9 locus (41), CJ2-gD2 contains 2
copies of gD2 gene controlled by the tetO-bearing HSV-1
immediate-early ICP4 promoter, which consists of HSV-1
ICP4 promoter sequence from —-377 bp to —19 bp relative to
the transcriptional start site of ICP4 gene. N2-C535C is an
HSV-2 recombinant in which both copies of the Lac Z gene in
N2-lacZ are replaced by UL9-C535C under the control of the
full-length tetO-bearing hCMV immediate-early promoter.

CJ2-gD2 Expresses High Levels of gD2 and UL9-C535C
in Infected Vero Cells

To examine expression of gD2 and UL9-C535C from the
tetO-bearing HSV-1 immediate-early ICP4 promoter and
hCMV immediate-early promoter, respectively, Vero cells
were infected with wild-type HSV-2, N2-lacZ, N2-C535C,
and CJ2-gD2 at a MOI of 10 PFU/cell and harvested at 9 h
post-infection. Infected cell proteins were analyzed by west-
ern blot assays with an HSV-14 ICP27 monoclonal antibody,
a UL9 polyclonal antibody, and a gD1 polyclonal antibody
(R45). Given that, like gD2, gB2 is the major target for
neutralizing antibody as well as T-cell responses and is a y1
product, infected cell proteins were also probed with a gB-
specific monoclonal antibody. FIG. 2A shows that CJ2-gD2
and N2-C535C express similar levels of HSV-2 immediate-
early protein ICP27 to those expressed by wild-type HSV-2
and N2-lacZ. While significant amounts of UL9-C535C were
detected in CJ2-gD2- and N2-C535C-infected cells, little
gD2 or gB2 was detected in N2-C535C-infected cells. In
contrast to N2-C535C infection, however, infection of Vero
cells with CJ2-gD2 leads to high-level expression of gD2 at
levels similar to those in cells infected by wild-type HSV-2,
and gD2 expression has no effect on gB2 expression. The
results also indicate that, like the HSV-1 ICPO null mutant
7134 (71), deletion of HSV-2 ICPO in N2-lacZ greatly
reduces gD2 expression. Dueto the very low-level expression
of UL9 from its authentic HSV early promoter (68), no wild-
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type UL9 was detected among cells infected by these four
different viruses. Additionally, we observe that levels of UL9-
C535C expressed in CJ2-gD2-infected cells are consistently
higher than in cells infected by N2-C535C, suggesting that
the HSV VP16 responsive elements, TAATGARAT, present
in the HSV-1 ICP4 promoter (71) can lead to enhanced
expression of UL9-C535C from the hCMV-immediate-early
promoter of the described hybrid ICP4/hCMV promoter sys-
tem.

Western blot analysis with the gD1 polyclonal antibody
(R45) presented in FIG. 2B shows that while much higher
levels of gD were detected in wild-type HSV-1-infected cells
than in cells infected with wild-type HSV-2, levels of gD
detected in CJ9-gD-infected cells were markedly lower than
in cells infected by CJ2-gD2. This finding demonstrates that
CJ2-gD2 expresses gD2 more efficiently than gD1 expressed
by CJ9-gD.

To demonstrate that the UL9-C535C and gD2 expressed in
CJ2-gD2-infected Vero cells are indeed under the control of
the tetO-bearing promoters, we next infected a stable tetR-
expressing Vero cell line, VCEP4R-28 cells, with wild-type
HSV-2 and CJ2-gD2 at an MOI of 10 PFU/cell in the absence
or presence of tetracycline. Proteins from infected cells were
harvested at 9 h post-infection and analyzed by western blots.
As can be seen (FIG. 3), although similar levels of ICP27
were detected in wild-type HSV-2- and CJ2-gD2-infected
VCEP4R-28 cells in both the absence and presence of tetra-
cycline, UL9-C535C was detected in CJ2-gD2-infected
VCEP4R-28 cells only when tetracycline was present and
significantly higher levels of gD2 were detected in the pres-
ence of tetracycline than in its absence.

CJ2-gD2 Cannot Replicate in Vero Cells

Because of the lack of ICP0 and high-level expression of
UL9-C535C from the tetO-bearing hCMV major immediate-
early promoter, CJ2-gD2 had to be constructed and propa-
gated in the tetR-expressing ICPO complementing U20S cell
line U2CEP4R 11 (68). We plaque-assayed 6.65x107 PFU of
CJ2-gD2 on Vero cell monolayers and detected no infectious
virus, demonstrating that the plaque-forming efficiency of
CJ2-gD2 in Vero cells is reduced at least 6.65x107-fold com-
pared with its complementing U2CEP4R11 cells.

Inhibition of Wild-Type HSV-2 Replication by CJ2-gD2

We next tested the dominant-negative effect of high-level
UL9-C535C expression by CJ2-gD2 on the replication of
wild-type HSV-2 viral replication by the co-infection assay
(FIG. 4). FIG. 4A shows that co-infection of Vero cells with
CJ2-gD2 at a MOI of 5 PFU/cell and wild-type HSV-2 at an
MOI of 2 PFU/cells led to a nearly 500-fold decrease in
wild-type HSV-2 production compared with cells singly
infected by wild-type HSV-2 at the same MOI, regardless of
whether the virus titers were determined in Vero cells or in
U2CEP4R11 cells. Little reduction in wild-type virus yield
was detected when a similar co-infection experiment was
performed with N2-lacZ.

To further examine the potency of CJ2-gD2 in inhibiting
the replication of wild-type HSV-2, we carried out co-infec-
tion experiments with wild-type HSV-2 and CJ2-gD2 at MOI
ratios of 1:1 and 3:1, respectively. The results in F1G. 4B show
that CJ2-gD2 is effective in preventing wild-type HSV-2
infection under both conditions, leading to about 151- and
94-fold reduction in wild-type virus synthesis at the indicated
co-infection ratios compared with cells singly infected with
the wild-type HSV-2 at MOIs of 5 PFU/cell and 15 PFU/cell,
respectively.
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CJ2-gD2 is Avirulent Following Intracerebral Injection in
Mice

Neurovirulence is one of the hallmarks of HSV infection.
To determine the ability of CJ2-gD2 and N2-C535C to rep-
licate in the CNS, female BALB/c mice 5 to 6-weeks-old
were randomly assigned to five groups of 8 mice each. CJ2-
gD2 and N2-C535C were directly inoculated into the brain of
each mouse at the left frontal lobe at 2.5x106 PFU per mouse
in a 20 pl volume with a 28-gauge insulin needle at the depth
of'4 mm (74). Morbidity and mortality were monitored for 35
days. Given that the LD50 of wild-type HSV-2 strain 186 is
around 10 PFU in female BALB/c mice after intravitreal
injection (38), a group of mice were also inoculated with
wild-type HSV-2 at 25 PFU/mouse. As an additional control,
mice in the fifth group were inoculated with N2-lacZ at 1x106
PFU/mouse. FIG. 5 shows that, like mice inoculated with
DMEM, mice intracerebrally inoculated with CJ2-gD2 and
N2-C535C at a dose of 2.5x106 PFU showed no signs of
neurovirulence during a 35-day follow-up, while all mice
inoculated with wild-type HSV-2 at a dose of 25 PFU/mouse
(a 100,000-fold lower dose than that given to mice inoculated
with CJ2-gD2) died by day 10 post-inoculation, and all inocu-
lated mice exhibited signs of CNS illness commonly associ-
ated with HSV-2 infection, including roughened fur, hunched
posture, ataxia, and anorexia. Although 100% of mice inocu-
lated with N2-lacZ survived, all mice exhibited signs of
encephalitis.

Induction of HSV-2-Specific Neutralizing Antibodies and
a gD2-Specific Antibody Response in Mice Immunized with
Cl2-gD2

The ability of CJ2-gD2 to elicit anti-HSV-2-specific neu-
tralizing antibodies was determined in mice immunized with
CJ2-gD2 atadose of 2x106 PFU. As controls, groups of mice
were also immunized with N2-C535C or CJ9-gD at the same
dose. As shown (FIG. 6A), the average of the HSV-2-specific
neutralization antibody titer in mice immunized with CJ2-
gD2 were on average 500, which is 3-fold higher than that of
mice immunized with N2-C535C (p=0.015), and is compa-
rable to the neutralizing antibody titer induced in CJ9-gD
immunized mice (p=0.28). No specific antibody titers against
HSV-2 were detected in mock-vaccinated mice at a 1:10
dilution.

FIG. 6B shows that while similar levels of gD-specific
antibody response were detected between mice immunized
with CJ2-gD2 and CJ9-gD when the respective immunopre-
cipitated gD2 complexes were probed with anti-gD1 antibod-
ies, R45, levels of anti-gD-specific antibodies in mice immu-
nized with CJ2-gD2 were significantly higher than in mice
immunized with N2-C535C and mock-immunized control.
Taken together, the results presented in FIG. 6 indicate that
high-level expression of gD2 by CJ2-gD2 leads to increased
efficacy in eliciting anti-gD2 antibody as well as anti-HSV-
2-specific neutralizing antibody responses compared with
N2-C535C.

Induction of HSV-2-Specific T-Cell Response in Mice
Immunized with CJ2-gD2

To evaluate the effectiveness of CJ2-gD2 immunization in
eliciting HSV-2-specific T-cell response, we carried out the
recall experiment to examine the memory T-cell responses in
immunized mice following challenge with wild-type HSV-2.
First, sham-vaccinated and CJ2-gD2-vaccinated mice were
either mock-challenged or challenged with wild-type HSV-2
at 9-10 weeks post-boost immunization followed by IFN-y
ELISPOT assays with CD4+ and CD8+ T cells isolated from
spleens of individual groups of mice (n=3) on day 5 post-
challenge (FIG. 7A). CJ2-gD2-vaccinated mice challenged
with wild-type HSV-2 had a 4.8-fold increase of IFN-y-posi-



US 9,408,905 B2

15

tive CD4+ T cells compared with the mock-infected CJ2-
gD2-immune mice (p<0.0001). More significantly, the num-
ber of IFN-y-secreting CD4+ T cells detected in HSV-2-
infected mice previously vaccinated with CJ2-gD2 was
18-fold more than HSV-2-infected sham-vaccinated mice
(p<0.0001). No IFN-y-positive CD4+ T cells were detected in
sham-vaccinated mock-infected control mice under identical
conditions. These findings show that immunization with CJ2-
gD2 elicits strong memory CD4+ T cell response.

While there was a greater than 2-fold increase in IFN-y-
secreting CD8+ T cells in CJ2-gD2-vaccinated mice com-
pared with the sham-vaccinated controls, similar numbers of
IFN-y-secreting CD8+ T cells were detected in the spleens of
HSV-2-infected sham-vaccinated mice and HSV-2-infected
CJ2-gD2-vaccinated mice (FIG. 7B). We thus carried out the
second set of recall experiments, in which sham-vaccinated
and CJ2-gD2-vaccinated mice were either mock-challenged
or challenged with wild-type HSV-2 (n=3) 5-6 weeks post-
second vaccination. CD4+ and CD8+ELISPOT assays were
performed on day 4 post-infection (FIGS. 7C and 7D). An
8.6- and 5.7-fold increase in IFN-y-secreting CD4+ and
CD8+ T cells, respectively, was detected in CJ2-gD2 immune
mice following HSV-2 infection compared with mock-in-
fected CJ2-gD2 immune mice (CD4+ T cells: p=0.035; CD8+
T cells: p=0.01). Moreover, following challenge with HSV-2,
IFN-y-secreting CD4+ and CD8+ T cells were 8- and 9.5-fold
higher, respectively, in CJ2-gD2 vaccinated compared with
sham-vaccinated mice (CD4+ T cells: p=0.036; CD8+ T
cells: p=0.01). Collectively, these studies demonstrate that
immunization with CJ2-gD2 can elicit robust HSV-2-specific
memory CD4+ and CDS8+ T-cell responses, which can be
efficiently recalled during HSV-2 infection.

Protection Against HSV-2 Genital Infection and Disease in
Immunized Mice

Five to six weeks after the initial immunization, mice were
challenged intravaginally with HSV-2 strain G at 50 LD50
(5x105 PFU/mouse). Vaginal swabs were taken on days 1, 2,
3, 5, and 7 after challenge. Mice were observed during a
21-day follow-up period for the incidence of genital and
disseminated HSV-2 disease. As shown in FIG. 8A, yields of
challenge virus were reduced more than 200-fold on day 1
(p<0.001) and 130-fold on day 2 (p<0.0001) in mice immu-
nized with CJ2-gD2 (n=9) compared with those of mock-
immunized control (n=10). Although there was no significant
difference in reduction of challenge virus shedding on days 1,
2, and 3 post-challenge between groups of mice immunized
with CJ2-gD2 and N2-C535C (n=10), immunization with
CJ2-gD2 was more effective than CJ9-gD in reducing chal-
lenge virus shedding on days 1 (p=0.03), 2 (p=0.025), and 3
(p<0.007). Little or no challenge virus was detected in mice
immunized with CJ2-gD2, N2-C535C, or CI9-gD on day 5
post-challenge, whereas all mock-vaccinated mice continued
to shed virus at an average yield of more than 5x103 PFU/ml.
No challenge virus was present in the vaginal swab materials
collected on day 7 post-challenge in three immunized groups
of mice. In a separate experiment, we observed that while
there was no virus shedding in CJ2-gD2-immunized mice on
day 5 post-challenge, presence of wild-type HSV-2 was
detected in 5 out of 7 N2-C535C-immunized mice and 4 out
of' 7 CJ9-gD-immunized mice.

The results in FIG. 9 show that mice immunized with
CJ2-gD2 were completely protected from development of
local genital lesions and exhibited no signs of systemic dis-
ease after challenge with wild-type HSV-2 (FIG. 9A). All
mock-immunized mice developed severe genital lesions and
succumbed to the wild-type HSV-2 infection by day 11 post-
challenge (FIG. 9B). Although immunization with
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N2-C535C and CJ9-gD protected mice against lethal chal-
lenge with wild-type HSV-2, 20% and 30% of mice experi-
enced a transient low degree of local genital disease (score 1)
in N2-C535C- and CJ9-gD-immunized mice, respectively
(Table 1). In a similar experiment (Table 1), it was observed
that among mice immunized with CJ9-gD (n=7), 2 mice
experienced low degrees of local genital disease, and 1 mouse
showed sign of systemic illness and died on day 14 post-
challenge, and 3 out of 7 N2-C535C-immunized mice (43%)
showed a low degree of local genital disease (score=l).
Again, no signs of local and systemic herpetic disease were
seen in CJ2-gD2-immunized mice (n=7). Collectively, these
studies demonstrate that CJ2-gD2 is a more effective vaccine
than N2-C535C and CJ9-gD in protection mice against geni-
tal disease following intravaginal challenge with wild-type
HSV-2.

TABLE 1

Percentage of protection against herpetic disease
in mock-immunized and immunized mice following
intravaginal challenge with wild-type HSV-2

Mock ~ CI2-gD2  N2-C535C  CI9-gD
Exp 1 (n=09-10) 0 100% 80% 70%
Exp 2 (n="7-8) 0 100% 57% 57%
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SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 5

<210> SEQ ID NO 1

<211> LENGTH: 19

<212> TYPE: DNA

<213> ORGANISM: Escherichia coli

<400> SEQUENCE: 1

tccctatcag tgatagaga 19
<210> SEQ ID NO 2

<211> LENGTH: 953

<212> TYPE: DNA

<213> ORGANISM: human herpesvirus 1

<400> SEQUENCE: 2

atgggagagyg cgtegetgece ggeccaggece gecgagacgg aggaggtggg tettttgteg 60
aaaaatacct cecggteegat gtegegeegg cggaaattgt cgegcetcatg cgcaacctcea 120
acagcctgat gggacgcacg cggtttattt acctggegtt getggaggee tgtctecgeg 180
ttecccatgge caccegeage agegcecatat tteggeggat ctatgaccac tacgccacgg 240
gegtcatece cacgatcaac gtcaccggayg agctggaget cgtggecetyg ccecccaccece 300
tgaacgtaac cceegtetgg gagetgttgt gectgtgcag caccatggece gegegectge 360

attgggactc ggeggecggg ggatctggga ggaccttegg ceccgatgac gtgcetggace 420

tactgaccece ccactacgac cgctacatge agetggtgtt cgaactggge cactgtaacyg 480
taaccgacgg acttetgete teggaggaag ccgtcaageg cgtegecgac gecctaagceg 540
getgtececee gegegggtee gttagegaga cggaccacgce ggtggegetyg ttcaagataa 600
tctggggega actgtttgge gtgcagatgg ccaaaagcac gecagacgttt cceggggegyg 660
ggcgcegttaa aaacctcacc aaacagacaa tcgtggggtt gttggacgee caccacateg 720

accacagcge ctgecggace cacaggcage tgtacgecct gettatggee cacaageggg 780
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agtttgeggg cgcgegette aagctacgeyg tgeccgegtyg ggggegetgt ttgegecacge 840
actcatccag cgccaaccee aacgctgaca tcatcctgga ggeggegetyg teggagetee 900
ccaccgagge ctggeccatg atgcaggggyg cggtgaactt tagcacccta taa 953
<210> SEQ ID NO 3
<211> LENGTH: 15
<212> TYPE: DNA
<213> ORGANISM: human herpesvirus 1
<400> SEQUENCE: 3
atcgtccaca cggag 15
<210> SEQ ID NO 4
<211> LENGTH: 22
<212> TYPE: DNA
<213> ORGANISM: human herpesvirus 2
<400> SEQUENCE: 4
gctcgagtge gaaaaaacgt tc 22
<210> SEQ ID NO 5
<211> LENGTH: 17
<212> TYPE: DNA
<213> ORGANISM: human herpesvirus 2
<400> SEQUENCE: 5
cggggcegcete ggctaac 17
What is claimed is: iii) said recombinant virus does not comprise a sequence
1. A replication-defective, dominant-negative Herpes sim- 3 encoding a functional ICPO protein.
plex virus 2 (HSV-2) recombinant virus, comprising within 2. The recombinant virus of claim 1, wherein one or both of
its genome: said first and said second promoters are HSV-1 or HSV-2
a) a first sequence encoding a first HSV-2 glycoprotein D immediate early promoters.
(gD2) wherein said sequence is operably linked to a first 3. The recombinant virus of claim 2, wherein at least one of
promoter and said first promoter is operably linked to a ,, the one or more HSV-1 or HSV-2 immediate early promoter is
first tetracycline operator (tet-O) sequence, wherein said an ICP4 promoter.
first sequence encoding gD?2 is inserted into a first ICPO 4. The recombinant virus of claim 3, wherein at least one

protein open reading frame;

ICP4 promoter has been modified to eliminate a functional

b) a second sequence encoding a second HSV-2 gD2 ICP4 DNA binding sequence.

wherein said second sequence is operably linked to a 45 5. The recombinant virus of claim 1, wherein said first and

second promoter and said second promoter is operably said second mutant form of UL9 protein is UL9-0535C
linked to a second tet-O sequence, wherein said second encoded by SEQ ID NO:2.
sequence encoding gD2 is inserted into a second ICPO 6. The recombinant virus of claim 1, wherein at least one of

protein open reading frame;

tetracycline operator (tet-O) sequence; and

d) a fourth sequence encoding a second dominant negative 33

said fourth sequence is operably linked to a fourth pro- responsive to VP16.

moter and said fourth promoter is operably linked to a 7. The recombinant virus of claim 6, wherein said third and
fourth tetracycline operator (tet-O) sequence; wherein:

1) said first and said second promoters are immediate that have been truncated and joined to modified ICP4 promot-

early promoters selected from the group consisting of ers that eliminate functional ICP4 DNA binding sequences so
an HSV-1 immediate early promoter, an HSV-2 as to form hybrid promoters in which the hCMV immediate

immediate early promoter, and a human cytomega- early promoters and the modified ICP4 promoters are in
lovirus (h\CMV) immediate early promoter; 65 Opposite orientation and wherein the hCMV immediate early
i1) said third and said fourth promoters are induced in promoters are positioned in said hybrid promoters so as to

said third and said fourth promoter is a human cytomegalovi-
c) a third sequence encoding a first dominant negative 39 rus (hCMV) immediate early promoter that has been trun-
mutant form of HSV-1 or HSV-2 UL9 protein, wherein cated and joined to a modified ICP4 promoter that eliminates
said third sequence is operably linked to a third promoter a functional ICP4 DNA binding sequence so as to form a
and said third promoter is operably linked to a third hybrid promoter in which the hCMV immediate early pro-
moter and the modified ICP4 promoter are in opposite orien-
tation and wherein the h(CMV immediate early promoters are
mutant form of HSV-1 or HSV-2 UL9 protein, wherein positioned in said hybrid promoters so as to make them

said fourth promoters are hCMV immediate early promoters

response to VP16; and make them responsive to VP16.
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8. The recombinant virus of claim 1, wherein said first and
said second promoters are HSV-1 or HSV-2 immediate early
1CP4 promoters that have been modified to eliminate a func-
tional ICP4 binding site.

9. The recombinant virus of claim 8, wherein at least one of
said third or said fourth promoters is an hCMV immediate
early promoter that has been truncated and joined to the
modified ICP4 promoter so as to form a hybrid promoter in
which the hCMV immediate early promoter and the modified
ICP4 promoter are in opposite orientation and wherein the
hCMYV immediate early promoter is positioned in said hybrid
promoter so as to make it responsive to VP16.

10. The recombinant virus of claim 9, wherein said third
and said fourth promoters are hCMV immediate early pro-
moters that have been truncated and joined to modified ICP4
promoters that eliminate functional ICP4 DNA binding
sequences so as to form hybrid promoters in which the hCMV
immediate early promoters and the modified ICP4 promoters
are in opposite orientation and wherein the h(CMV immediate
early promoters are positioned in said hybrid promoters so as
to make them responsive to VP16.

11. The recombinant virus of claim 10, wherein one or both
of said first and said second mutant form of UL9 protein is
UL9-0535C encoded by SEQ ID NO:2.

12. The recombinant virus of claim 11, wherein said first
and said second mutant form of UL9 protein is UL9-0535C
encoded by SEQ ID NO:2.

13. The recombinant virus of claim 1, wherein said recom-
binant virus also expresses one or more recombinant immu-
nomodulating genes.

14. The recombinant virus of claim 1, wherein said recom-
binant virus expresses 1[.15.

15. The recombinant virus of claim 1, wherein said recom-
binant virus also expresses HSV-2 glycoprotein B (gB) or
HSV-2 glycoprotein C (gC) under the control of a tet-O bear-
ing HSV or hCMV immediate-early promoter.

16. The recombinant virus of claim 15, wherein said
recombinant virus expresses HSV-2 gB under the control of a
tet-O bearing HSV or hCMV immediate-early promoter.
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17. The recombinant virus of claim 12, wherein said
recombinant virus also expresses HSV-2 glycoprotein B (gB)
or HSV-2 glycoprotein C (gC) under the control of a tet-O
bearing HSV or hCMV immediate-early promoter.

18. The recombinant virus of claim 17, wherein said
recombinant virus expresses HSV-2 gB under the control of a
tet-O bearing HSV or hCMV immediate-early promoter.

19. An immunogenic composition comprising the recom-
binant virus of claim 1 in unit dose form.

20. The immunogenic composition of claim 19, wherein
said recombinant virus is present at a minimum of 1x107
plaque forming units (pfu) per unit dose.

21. An immunogenic composition comprising the recom-
binant virus of claim 12 in unit dose form.

22. The immunogenic composition of claim 21, wherein
said recombinant virus is present at a minimum of 1x107
plaque forming units (pfu) per unit dose.

23. A method of therapeutically reducing the symptoms in
a patient with an HSV-1 or HSV-2 infection, comprising
administering to said patient the immunogenic composition
of claim 19.

24. The method of claim 21, wherein said patient is serop-
ositive for either HSV-1 or HSV-2.

25. A method of eliciting an immune response in a patient
against HSV, comprising administering to said patient the
immunogenic composition of claim 19.

26. The method of claim 25, wherein said patient is serop-
ositive for either HSV-1 or HSV-2.

27. A method of therapeutically reducing the symptoms in
a patient with an HSV-1 or HSV-2 infection, comprising
administering to said patient the immunogenic composition
of claim 21.

28. The method of claim 27, wherein said patient is serop-
ositive for either HSV-1 or HSV-2.

29. A method of eliciting an immune response in a patient
against HSV, comprising administering to said patient the
immunogenic composition of claim 21.

30. The method of claim 29, wherein said patient is serop-
ositive for either HSV-1 or HSV-2.
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